Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.024; wR factor = 0.054; data-to-parameter ratio = 16.5.
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Comment
The importance of pyrimidines and analogous compounds in pharmaceutical and biological fields is well known (Townsend et al., 2002a,b) ). The crystal structures of 4-(4-bromophenyl)-6-(4-chlorophenyl)pyrimidin-2-ylamine (Bukhari et al., 2009 ), 4-(4-fluorophenyl)-6-(2-furyl)pyrimidin-2-amine (Bukhari et al., 2008) , 2-amino-4,6-dichloropyrimidine (Fun et al., 2008) , 4,6-diphenylpyrimidin-2-ylamine (Fun et al., 2006) , 5-bromopyrimidin-2(1H)-one (Yathirajan et al., 2007) and 4-(4-chlorophenyl)-6-(methylsulfanyl)pyrimidin-2-amine (Zhao et al., 2009 ) have been reported. We now report the structure of the title compound, (I).
The geometrical parameters of the title compound ( Fig. 1 ) are comparable to those related structures. In the crystal structure ( Fig. 2) , molecules are linked into chains by short Cl1···N2 interaction of 3.0940 (15) Å, symmetry code: -1/2 + x, 1/2 -y, z, along the a axis. The short Cl2···N1 interaction of 3.1006 (17) Å, symmetry code: 3/2 -x, 1/2 + y, -1/2 + z linked these chains into a three-dimensional framework.
Experimental
The title compound was obtained as a gift sample from R. L. Fine Chem., Bangalore, India. The compound was used without further purification. Colourless blocks of (I) were obtained from the slow evaporation of an acetonitrile solution (m.p.:
313-315 K).

Refinement
All hydrogen atoms were positioned geometrically with a riding model with C-H = 0.93-0.96 Å and U iso (H) = 1.2 and 1.5 U eq (C). A rotating-group model was applied for the methyl groups. Fig. 1 . The molecular structure of (I) with 50% probability ellipsoids for non-H atoms.
Figures
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Special details
Experimental. The crystal was placed in the cold stream of an Oxford Cyrosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986) operating at 100.0 (1) K. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0148 (7) 0.0222 (8) 0.0150 (7) 0.0019 (6) −0.0012 (6) −0.0009 (6) N2 0.0152 (6) 0.0182 (7) 0.0159 (7) 0.0014 (5) −0.0030 (7) −0.0010 (6) C1 0.0114 (6) 0.0150 (7) 0.0174 (7) 0.0020 (5) 0.0012 (8) 0.0010 (7) C2 0.0172 (9) 0.0213 (10) 0.0145 (8) 0.0015 (7) −0.0028 (7) −0.0019 (7) C3 0.0127 (8) 0.0144 (8) 0.0130 (7) 0.0017 (6) 0.0005 (7) 0.0016 (6) C4 0.0133 (8) 0.0133 (7) 0.0142 (8) 0.0030 (5) −0.0015 (6) −0.0003 (6) C5 0.0261 (10) 0.0243 (9) 0.0170 (8) 0.0052 (7) −0.0097 (8) −0.0013 (8) 
